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Available online 7 August 2007On page 3602, at the end of the section The genetics of the S. cerevisiae GSH pathway, it reads:
A strain lacking both Grx3 and Grx4 is also unviable [52,53], demonstrating that the function of the cytoplasmic monothiol glut-
aredoxin is as important as that of their mitochondrial counterpart. Thus, monothiol glutaredoxins probably can, but only partially,
substitute for each other in their respective [Fe–S] assembly function.
This should read:
A strain lacking both Grx3 and Grx4 has a slow growth phenotype [52,53], which might indicate that these genes also have an
essential function that is compensated by their mitochondrial counterpart, Grx5. Thus, monothiol glutaredoxins probably can,
but only partially, substitute for each other in their respective [Fe–S] assembly function.q DOI of original article: 10.1016/j.febslet.2007.07.002
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